A conserved extrachromosomal i:>NA element of about 6.2 kb has been observed in various members of the phylum Aplicomplexa represented by species of the genera Plasmodium Babesia, Eimeria, Toxoplasma, and Theileria Hall et ai., 1990) . The 6.2 kb DNA element of P. gallinaceum has sequences homologous to genes encoding the polypeptide cytochrome b and the large mitochondrial rRNA, suggesting it to be a mitochondrial episome (Aldritt et ai., 1989) . It can thus be classified as an organelle DNA (Rush & Misra, 1985) . By analyzing total nucleic acids of B. bovis in agarose gel electrophoresis we also found a 6.2 kb DNA element, as well as a 5.5 kb dsRNA which was correlated to virus-like particles (Johnston et ai., 1991 To determine the extent of homology between the elements of the two species of Babesia, genomic DNA of B. bovis and B. bigemina were cut with restriction enzymes and Southem blotted, using the nick-translated DNA element of B. bovis, purified from agarose gel, as probe. The restriction pattem of the 6.2 kb DNA from both species is similar when it is cut with Hindiii (Fig. 1B, lanes 5 and 6) . However, when cut with EcoRI or C/al, the pattcrn observed is different. The 6.2 kb DNA of B. bovis produced two fragments of 4.4 and 1.8 kb when cut with C/ ai and four fragments of 2.6, 1.9, 1.1 and 0.6 kb when cut with EcoRI (Fig. 1,  lanes 3 and 7) . The 6.2 kb DNA of B. bigemina is cut by Clal producing a visible fragment of 6.0 kb (Fig. 1 B, lane 8) . With Eco RI the fragments produccd are 2.9, 1.9, 0.6, 0.45 and 0.35 kb in size (Fig. 1B, lanc 4) . The sum of the restriction fragments produccd, in no case, is greater than 6.2 kb. lnterstingly, a sccond band with a size of approximatcly 13 kb is dctcctable in the hybridization to the gcmonic DNA of B. hovis but not to that of B. bigemina ( Fig.  1 B, lancs I and 2 respcctivcly). Other cnzymes tested (rcsults not shown) were Pvuii, Bgfli. Xbal, Sphi and Bamiii. Nonc of them gavc di ffcrcnt restriction pattern betwccn thc 6.2 kb elemcnt of the two Babesia spccies.
CONCLUSION
We report the finding of a 6.2 kb DNA element present in diffcrent isolates of B. bovis as well as of B. bigemina, thc cthiological agcnts of bovine babesiosis in the Americas. By rcstriction cnzyme analyses and Southem blotting we found that it is conscrved among thc two species of Babesia although with some nonhomologous sequences. Furthermore, thc DNA element of bovine Babesia has sequcnccs homologous to an cxtrachromosomal DNA element of a species of the genus Theileria (Morzaria, S., lLRAD, Kenya, pcrsonal communication in this Congress). Thc conscrvation of such clement among ai\ Apicomplexa membcrs in which it was detectcd (Joseph et ai., 1 989; H ali et ai., 1990; Johnston ct ai., 1 991) must still bc dcmonstrated cxpcrímcntally. Thc data to the present, howcver, is highly indicative of thc conscrvation of this elemcnt pointing to a unique structural organization of the Apicomplexa suggcstcd mitochondrial genome.
